. Validation of microarray data. The validation of 10 candidate genes showed the same pattern as the microarray data with the exception of MVD.
Validation of genes linked to cholesterol metabolism (APOA1, CYP11A1, DHCR7, INSIG1, MVD, PPAP2C). To analyze gene expression stability, Ct values of 3 reference genes (ACTB, PPIA and B2M) were evaluated using Genorm software (Biogazelle). Under our experimental conditions, the 2 most stable reference genes were ACTB and B2M and the constant of their geometrical mean was use to normalized the genes.
(d) qPCR information and protocol 
